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When you start OligoChecker for the first time you will be informed that no 
preference file could be found. 
The Preference File stores often 
used data like the names of the 
people who order oligos, or the 
names of the suppliers you 
order from. You can set it up 
now, or it will automatically be 
created when you import a tab 
delimited file containing your oligo data (see the provided template). 
 
 
 
Next the Preference Window pops open - if you are starting from scratch then 
please input the values 
(one item per line). If 
you already have an 
Excel spreadsheet with 
the information about 
your oligos then 
there’s a better way: 
Dismiss the window by 
clicking “Cancel”. 
Open your Excel 
spreadsheet and the 
included 
“OligoChecker Excel 
template” and just 
copy your information 
over. Make sure that the correct information ends up in the right spreadsheet 
column (e.g. don’t put the company names into the people names column). Save 
the modified “OligoChecker Excel template” as a “tab delimited file” (which is a 
normal text file in which the columns are separated by tabs) and it’s ready for 
import into OligoChecker - OligoChecker will put the data into the relevant 
fields during import. 



You are now presented with the OligoChecker window: 

 
The easiest way to get your oligo data into OligoChecker is to drop the modified 
“OligoChecker Excel template” onto the top left field which contains a list of all 
your oligos  
Alternatively you can choose “import” or “open” from the file menue  
The oligos are displayed in the top left field. You can sort the respective columns 
by clicking on 
them. Colors 
indicate the 
quality of the 
oligos (I usually 
run 5 µl of a 50 
mM stock on a 
1% agarose gel to 
check – you might 
be surprised at 
what you see if 
you do this). If 
you want to edit 
an oligo just 
double-click on it. 
Please note that a 
help text is 
displayed in the bottom right corner indicating the purpose of each field. 
Next paste or enter a sequence into the sequence field. You can also simply drop 
a text file containing the sequence onto it (try the included sample files).  
 



OligoChecker will now look like this: 

 
 
To start the analysis just click on check: 
 

 
OligoChecker checks the oligos against the sequence and displays any which 
have at least a 12 bp match at the 3’ end. The information it shows are: the 
number and quality of the oligo, the oligo name, on which strand it binds, at 
what position in the sequence, and the length of the match at the 3’ end. 



To continue I usually sort the found oligos by position – so just click on the 
position header: 

 
 
To select one of the suitable oligos for PCR just double-click it: 

 
The respective information is transferred into the “Primers selected for PCR” 
field. 
 



As soon as you have selected an upper and lower primer both the PCR product 
ad the inverted product are displayed (please note that some Polymerases add an 
additional A at the 3’ end of the PCR product). 

 
 

Please note that this release is an interim release – the tab panel for graphical 
representation on the right is non-functional yet, and the new preference settings 
are not active yet. However as there was a crashing bug in the last official release 
which is fixed in this version I decided to publish this version before continuing 
with a major rewrite necessary for version 3. 
 
To add new oligos to OligoChecker just click on new oligo. Enter the data as 
required. 
 
 
 
 
 
 
 
 
 
 
 


